Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.043; wR factor = 0.111; data-to-parameter ratio = 17.2.
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Cg1 is the centroid of the C1-C6 ring. Symmetry codes: (i) Àx þ 2; Ày þ 1; Àz þ 2; (ii) Àx þ 2; Ày þ 2; Àz þ 1.
Data collection: CrysAlis PRO (Agilent, 2013); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010). PB and RP gratefully acknowledge the Council of Scientific and Industrial Research (CSIR), India, for research grant 02 (0076)/12/EMR-II and Senior Research Fellowship (09/919/ (0014)/2012 EMR-I), respectively. We also thank the Ministry of Higher Education (Malaysia) for funding structural studies through the High-Impact Research scheme (UM.C/HIR-MOHE/SC/03). 
Comment
In addition to their being valuable intermediates in organic synthesis (Prasath & Bhavana, 2012) , nitrogen-containing heterocyclic analogues, such as pyrazole chalcones, exhibit a variety of biological activities, e.g. anti-plasmodial, antimicrobial and anti-cancer activities (Prasath et al., 2013; Babasaheb et al., 2009) . It was in this context that the title compound, (I), was investigated.
The molecular structure of (I), Fig. 1 , comprises a planar (r.m.s. deviation = 0.003 Å) tri-substituted pyrazoyl ring. The N1-and C12-bound benzene rings form dihedral angles of 7.56 (13) and 56.48 (13)°, respectively, with the fivemembered ring, and 60.88 (12)° with each other. The prop-2-en-1-one residue has an E-configuration about the C8═C9 double bond [1.328 (4) Å], and is also co-planar with the five-membered ring as seen in the value of the C8-C9-C10-C11 torsion angle of -174.4 (3)°. This planarity does not extend to the terminal benzene ring as there is a twist manifested in the C2-C1-C7-C8 torsion angle of -15.4 (4)°. The observed conformation for (I) resembles closely that reported recently for the unsubstituted parent compound (Fun et al., 2011) .
In the crystal packing, centrosymmetrically related molecules are connected via C-H···O interactions, Table 1 , and these are connected into a three-dimensional architecture by π-π [between centrosymmetrically related bromobenzene rings; 3.7597 (16)° for symmetry operation 1 -x, 2 -y, 2 -z] and methyl-C-H···π(methoxybenzene ring) interactions, Table 1 .
Fig. 2 and

Experimental
A mixture of 3-(4-methoxyphenyl)-1-phenyl-1H-pyrazole-4-carbaldehyde (1.4 g, 0.005 M), 4-bromo acetophenone (1 g, 0.005 M) and KOH (0.5 g) in distilled ethanol (50 ml) was stirred for 12 h at room temperature. The resulting mixture was neutralized with dilute acetic acid. The resultant solid was filtered, dried and purified by column chromatography using 1:2 mixture of ethyl acetate and hexane. Re-crystallization was by slow evaporation of an acetone solution of (I) which yielded yellow needles. M.pt. 433-435 K. Yield: 80%.
Refinement
The C-bound H atoms were geometrically placed (C-H = 0.95-0.98 Å) and refined as riding with U iso (H) = 1.2-1.5U eq (C).
Computing details
Data collection: CrysAlis PRO (Agilent, 2013); cell refinement: CrysAlis PRO (Agilent, 2013); data reduction: CrysAlis PRO (Agilent, 2013); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND supplementary materials sup-2 Acta Cryst. (2013) . E69, o1143-o1144 (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010).
Figure 1
The molecular structure of (I) showing displacement ellipsoids at the 70% probability level. supplementary materials sup-3 Acta Cryst. (2013) . E69, o1143-o1144
Figure 2
A view in projection down the a axis of the unit-cell contents of (I). The C-H···O, C-H···π, and π-π interactions are shown as blue, purple and blue dashed lines, respectively. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 0.0285 (11) 0.0290 (11) 0.0198 (10) 0.0076 (9) 0.0099 (9) 0.0081 (9) O2 0.0181 (9) 0.0157 (9) 0.0203 (9) 0.0013 (7 105.0 (2) C18-C13-N2 119.4 (2) C11-N2-N1 112.2 (2) C13-C14-C15 119.4 (2) C11-N2-C13 128.4 (2) C13-C14-H14 120.3 N1-N2-C13 119.4 (2) C15-C14-H14 120.3 C6-C1-C2 119.1 (2) C16-C15-C14 120.2 (2) C6-C1-C7 118.7 (2) C16-C15-H15 119.9 C2-C1-C7 122.1 (2) C14-C15-H15 119.9 C3-C2-C1 120.8 (3) C15-C16-C17 119.7 (2) 
(2E)-1-(4-Bromophenyl)-3-[3-(4-methoxyphenyl)-1-phenyl-1H-pyrazol-4-yl]prop-2-en-1-one
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